
306

Eds.  J. Vollmann, H. Grausgruber & P. Ruckenbauer
Genetic Variation for Plant Breeding,  p. 306 (2004)
  2004  EUCARPIA  &  BOKU – University of Natural Resources and Applied Life Sciences, Vienna.  Printed in Austria

Construction of a linkage map using a rye doubled haploid population
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Abstract
A preliminary linkage map of rye (Secale cereale L.) was constructed using a doubled haploid
(DH) population from a cross between doubled haploid parents cv. ‘Voima’ and cv. ‘Amilo’.
The population contained 90 DH individuals. The DHs were produced by an anther culture
method mainly as described in Immonen & Tenhola-Roininen (2003). Different marker types
were used when building the map: microsatellites, RAPDs (Random Amplified Polymorphic
DNA), IRAPs (Inter-Retrotransposon Amplified Polymorphism) and REMAPs (Retro-
transposon-Microsatellite Amplified Polymorphism). All seven linkage groups of rye were
identified. The DHs were crossed to cv. ‘Riihi’ to get seed for α-amylase activity
measurements. α-Amylase activity is negatively correlated with pre-harvest sprouting. Three
QTL (quantitative trait loci) affecting pre-harvest sprouting were found.
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